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(D) N Transmembrane C
domain
C pig LDPKLCYLLDGILFIYGVIITALFLREKFSRSAD
° sheep LDPKLCYLLDGILFIYGVIVTALFLRAKFSRSAD
cow LDPKLCYLLDGILFIYGVIVTALFLRAKFSRSAN
o rat LDPKLCYMLDGILFIYGVIVTALYLRAKFSRSAD
S r human LDPKLCYLLDGILFIYGVILTALFLRVKFSRSAD
° monkey LDPKLCYLLDGILFLYGVILTALFLRAKFSRSAD
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6 e CD3%
r * % sheep ELDSATLAGLIITDIIATVLLALGVYCFAGHETGR
_E cow ELDTATLAGMIITDIIATVLLALGVYCFAGHETGR
pig ELDSATLAGIIVTDITATLLLALGVYCFAGHEMGR
rat ELDSATLAGVIITDLIATLLLALGVYCFAGHETGR
Tran smem b rane human ELDPATVAGIIVTDVIATLLLALGVFCFAGHETGR
— monkey ELDPATLAGI IVTDVIATLLLALGVFCFAGHETGR
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! A CD3e BRS motif
A 1 | 9 O o human MDVMSVATIVIVDICITGGLLLLVYYWSKNRKAK
N _E monkey MDVMAVATIVIVDICITLGLLLLVYYWSKNRKAK
b’ > rat VDLTAVSIIIIVDICITLGLLMVVYYWSKKRKAK
pig VDLMAVVTIIVVDICITLGLLMVVYYYSKSRKAK
\ “ sheep VNLLEVATIIVVDICVTLGLLLLVYYWSKSRKAK
{ cow VNLMEVATIIVVDICVTLGLLLLVYYWSKSRKAK
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ELNMGTVSGFIFAEIISIFFLAVGVYFIAGDGVR
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